
"Step Sheet: Using RasMol" 
 
RasMol is a molecular viewer that is easy for students and teachers to 
use.  It allows click and hold 3D modeling, and allows the user to 
switch from ball and stick, sausage, ribbon, or other visualizations of 
macromolecules.  It also allows the user to highlight the active site 
and label specific atoms within the molecule as needed. 
 
To load RasMol: 
 
1. Go to any search engine and type in �RasMol�. 
2. Go to the selected source and find the version you need (MAC or 

Windows). RASMAC and some sample images are included on this 
disc for your convenience. 

3. Download the program; it will be self-extracting. 
 
To Load Images: 
 
1. From the same site, you will be able to select from image banks. 

One of the best is from Brookhaven National Labs, but any major 
university will have a proteomics section and will have thousands of 
images available. 

2. Select the images you want and when the dialog box asks where 
you want to save them, create a folder within the RASMol folder 
and call it Images. 

3. You can save as many images as your computer will allow. 
 
Working with Images: 
 
1. You can have one image open at a time. 
2. When the image is open, use the View menu to select among the 

various views. For proteins, ribbon or sausage works well, although 
ball-and-stick may be the most familiar for beginners. 

3. Identify the alpha and beta sections of the enzyme. Count the 
various segments. 

4. Identify the active site on the enzyme. 
5. Knowing the function and the active site, predict how this enzyme 

works mechanically. Compare it to a tool you might have in your 
garage or kitchen. 

6. If there is an allosteric site, identify it and compare the function to 
a macro tool that has a handle where the energy is applied and an 
active site that does something specific to another device. 

 



Tips: 
 
1. Display enzymes or proteins without their names.  Have students 

try to predict their function from the structure. 
2. Display different rotations and views.  What does the symmetry or 

view in different planes tell us about specific functions or 
vulnerabilities (look at collagen for a good example of this). 

3. For advanced students, you can use this program to enter amino 
acid sequences and predict the tertiary structure. 


